












 15 

594 

 595 

.CC-BY-NC-ND 4.0 International licensemade available under a
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is 

The copyright holder for this preprintthis version posted March 25, 2025. ; https://doi.org/10.1101/2025.03.24.644985doi: bioRxiv preprint 



 16 

Figure 1. a) Map showing archaeological sites with genome-wide data in the Rhine-Meuse 596 
area and adjacent regions. b) Chronological placement of the individuals from the Rhine-597 
Meuse region included in this study. In the bottom panel the local chronology of archaeological 598 
cultures. Black lines indicate the degree of changes between the time periods, with dashed lines 599 
representing a gradual and lesser change compared to a solid line indicating a more abrupt 600 
change in material culture. The colour gradient indicates the general reliance on hunting and 601 
gathering (yellow) to farming (blue). 602 
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 604 

605 
Figure 2. Principal Component Analysis with the ancient individuals projected onto the 606 
principal components computed on present-day individuals from West Eurasia. 607 
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 609 
Figure 3. Hunter-gatherer ancestry proportions across time in the Rhine-Meuse area, estimated 610 
using qpAdm (Supplementary Table 3). 611 
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 613 
Figure 4. Hunter-gatherer ancestry proportions across Europe between 4500-2500 BCE, 614 
estimated using qpAdm. a) Spatial kriging of hunter-gather ancestry. The colors represent the 615 
predicted ancestry proportion at each point in the grid. b) Hunter-gatherer ancestry levels in 616 
individuals from different European regions. 617 
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 618 
Figure 5. On the left, IBD connections of Rhine-Meuse Early, Middle and Middle-Late 619 
Neolithic individuals (top) and Rhine-Meuse BB-associated individuals (bottom). Sites are 620 
represented by circles with size proportional to the number of individuals amenable to IBD 621 
calling. Grey circles indicate archaeological sites between 5500-2500 BCE (top) and 3000-622 
1500 BCE (bottom) with no IBD connections to Rhine-Meuse individuals. On the right, decay 623 
of IBD connections with geographic distance for Rhine-Meuse Early, Middle and Middle-Late 624 
Neolithic individuals (top) and Rhine-Meuse BB-associated individuals (bottom). 625 
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 627 
Extended Data Figure 1. IBD connections of Rhine-Meuse CW/Vlaardingen individuals. 628 
Circles represent archaeological sites, with size proportional to the number of individuals 629 
amenable to IBD calling. Grey circles indicate archaeological sites between 3000-2000 BCE 630 
with no IBD connections to CW/Vlaardingen individuals. 631 
 632 
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